In the title compound, C 21 H 29 N 3 O, the dihedral angle between the planes of the aromatic rings is 8.1 (2) . The ethyl groups at one terminal site of the compound are disordered over two sets of sites with occupancies of 0.775 (9) and 0.225 (9). The molecule has an E conformation about the N C bond. The molecular structure features an intramolecular O-HÁ Á ÁN hydrogen bond, which closes an S(6) loop. In the crystal, weak C-HÁ Á Á interactions leads to the formation of a threedimensional network.
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Cg1 and Cg2 are the centroids of the C5-C10 and C12-C17 rings, respectively. 
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S1. Comment
Schiff base derivatives serve as intermediates in certain enzymatic reactions and are also found in proteins that form the connective tissue (Khandar et al., 2005; Chen et al., 2006) and in the pharmaceutical field (Kidwai et al., 2000) . We herein report the crystal structure of the title compound (Fig.1) . The geometric parameters of the title compound are comparable to the reported structures (Manvizhi et al., 2011; Thirugnanasundar et al., 2011; Rani et al., 2015) . The dihedral angle between the rings (C5-C10) and (C12-C17) is 8.1 (2)°. The ethyl groups at one terminal site (N1) of the compound are disordered over two positions, with the site occupancies of 0.775 (9) and 0.225 (9). The molecular structure is stabilized by weak intramolecular O-H···N hydrogen bond (Table 1 ). The crystal structure is influenced by weak C-H···π (Table 1) interactions to form a three dimensional network. 
S2. Experimental
S3. Refinement
The H atoms were positioned geometrically and refined using riding model with C-H = 0.93 Å and U iso (H) = 1.2U eq (C)
for aromatic H, C-H = 0.97 Å and U iso (H) = 1.2U eq (C) for CH 2 , C-H = 0.96 Å and U iso (H) = 1.5U eq (C) for CH 3 . H atom for O atom is found from Fourier map and refined freely with U iso (H) = 1.5U eq (O) and distance restraint 0.82 Å. The components of the anisotropic displacement parameters in the direction of the bond between C9 and O1 were restrained to be equal within an effective standard deviation of 0.001 using the DELU command. The N1-C2, N1-C3, N1-C2A, N1-C3A distances were restraint to 1.46 (1) Å and C1-C2, C1A-C2A, C3-C4 and C3A-C4A distances were restraint to 1.53 (1) Å supporting information
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Figure 1
The molecular structure of title compaund, with the atom-numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. H atoms are presented as a small spheres of arbitrary radius. The intramolecular hydrogen bond is depicted by a dashed line. Only the major occupancy component of the disordered diethylamino-group [-N1(C 2 H 5 ) 2 ] is shown.
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